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Biographical Sketch and research interests 

Maria Ina Arnone, biochemist by training, is a developmental molecular biologist with expertise in 
gene expression analysis, functional genomics and gene regulatory network (GRN) studies. After 
a period of three years (1995-1998) at the California Institute of Technology, Pasadena, CA, 
where she contributed to a seminal work on the organization and function of genomic regulatory 
systems (reviewed in Arnone and Davidson, Development 1998, 747 citations), she established 
her group at Stazione Zoologica in Naples with the aim of studying evolution of organs and body 
parts by comparison of the GRNs that control the formation of such parts in different animals. 
Using the sea urchin embryo as main model system, she recently developed a novel approach 
integrating various ‘omics’ technologies to study developmental GRNs and their evolution. 
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Università degli Studi di Napoli 

Federico II 
Laurea (Chemistry) 1987 Biochemistry of Thermophiles 

University of Cambridge, UK 
Visitor scientist (Prof. R. 
Perham) 

1990 
Conformational analysis by 
NMR 
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Università degli Studi di Napoli 

Federico II  
PhD (Biochemistry) 1993 

Thermophily and 
Thermostability of proteins 

Stazione Zoologica Anton Dohrn 
CNR  fellow 
(Prof. R. Di Lauro) 

1993-94 
Gene expression in 
mammalian systems 

California Institute of Technology, 
Pasadena, CA 

Research fellow (Prof. 
E.H. Davidson) 

1995-97 
Gene expression in embryonic 
development 

Stazione Zoologica Anton Dohrn Research fellow 1998-99 
Gene expression in embryonic 
development 

Stazione Zoologica Anton Dohrn Primo Ricercatore 2000- 
Developmental Biology, Evo 
Devo 
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1989 “Pasquale Corsicato Premio di Laurea” Award. 

1991 Italian Society of Biochemistry (SIB) fellowship. 
1993 Italian National Research Center (CNR) fellowship. 
From 1996 to 1997, Research associate of Stower Institute for Medical Research. 

From 1997 to 1998, Teaching assistant at the “MBL Developmental Biology: Embryology Course”, Woods 

Hole, MA (S. Fraser and M. Bronner-Fraser, directors). 
From 1999 to 2001, Teacher and Coordinator at the TMR Course in "Evolutionary Developmental Biology", 

Station Biologique Roscoff (Prof. J.A.M. Biggelaar, 1st scientific responsible of the TMR Course). 
Since 2000, Primo Ricercatore at Stazione Zoologica Anton Dohrn 

Since 2006, Teacher and co-organizer of the EMBO Course “Molecular approaches to Evolution and 

Development” now called “Marine Animal Models for Evolution and Development”, Sven Loven Marine 

Station, Kristineberg Sweden.  
Since 2012, Associate Editor of Marine Genomics 

2006-2012, Member of the Editorial Board of Journal of Experimental Zoology – PartB 

 
Tutor of 10 degree thesis and 11 PhD thesis national and international  
Member of national and international PhD examination panels 
Co-organizer of several international meetings and courses  
Author of >60 papers on international referenced (ISI) journals and of 2 book chapters 

With 4888 citations (Google Scholar April 2018, 1641 of which since 2013) h-index 22; i10-index 
36  

 

Relevant grants over the past 10 years  

2018-2024: Marie Curie ITN EVOCELL “Animal evolution from a cell type perspective: multidisciplinary 

training in single-cell genomics, evo-devo and in science outreach”. Role: principal investigator 

2015-2019: EU Infradev Corbel "Coordinated Research Infrastructures Building Enduring Life-science 
Services ". Role:  principal investigator 

2013-2017: Marie Curie ITN NEPTUNE  “Multidisciplinary training in evo-devo and neurobiology of marine 

animal models”. Role: principal investigator 



2008-2012: Marie Curie ITN EVONET  “Evolution of Gene Regulatory Networks in Animal Development”. 

Role:  principal investigator 

2004-2008: Marie Curie ITN ZOONET  “Development and evolution of animal form: training modern 

comparative zoologists”. Role:  principal investigator 
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