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Career and training.  
Since 2013 she is the Responsible of the Laboratory of Plant Biology and Plant Proteomics (Lab.Bio.Pro.Ve. 
https://www.unical.it/portale/portaltemplates/view/view.cfm?56109 ) at the Department of Chemistry and Chemical 
Technologies, Università della Calabria, Italy.  
2019- Visiting scientist at the LRSV-Laboratoire de Recherche en Sciences Végétales - UMR 556 UPS/CNRS, 
Toulose,France . Research Topic:  “ Plant cell wall proteomics of seagrasses” 
2004 to 2010 she has been the National Coordinator of the Plant Biotechnology and Differentiation, Società Botanica 
Italiana;  
Since 2002 Associate Professor in Plant Biology; 
1996 -CNR Research Fellowship at the Plant Cell Biology laboratory, School of Pure and Applied Biology, University 
of Wales, Cardiff, UK;  
1991 Permanent position as researcher at the Department of Ecology, Università della Calabria, Italy  
 
Project responsability and participation to projects 
PI at three projects on “Interventi per la tutela e la conservazione di habitat acquatici e specie nel SIC Foce Neto, Dune 
di Marinella (IT9320095)”- POR 2014-2020, FESR, FSE, Programma di Azione 2014-2020 
Partner of the project “HighGrass: High CO2 effects on seagrass photosynthetic ecophysiology” founded by the FTC of 
the Ministry of Sciences and Technology of Portugal. 
Partner at the “WG2. Genetics: Develop functional genetic and genomic tools to understand seagrass photosynthetic 
responses to environmental stressors”, COST Action ES0609 “Seagrass productivity: from genes to ecosystem 
management”. 2011-2014 
PI for the project « An integrated approach to the study of the adaptive response of the seagrass Posidonia oceanica to 
variations in light regimes” PRIN program 2009 
Partner of the task W1.A1 « Marine Ecotoxicology and Aquacolture » of the ME.MO.BIO.MAR. Project, "Marine 
Environment" Cluster, “Molecular and Cellular Methodologies for the Ecophysiology, Ecotoxicology and 
Biomonitoring of the Marine Environment”.2001-2005 

Research activity 
Elucidate the mechanisms of acclimation to depth and the stress responses of seagrasses species, particularly Posidonia 
oceanica by molecular and physiological approaches;  
Elucidate the genetics of natural populations of Posidonia oceanica by the microsatellites, ISSR and SSR, giving new 
inside in the clonal diversity of this species along Calabria costlines;  
Application of proteomics approach in Posidonia in natural populations as in aquaria cultures exposed to low ligth;  
High-throughput proteomics and ecophysiology coupled with the transcriptome RNAseq technology to elucidate 
acclimation to depth;  
Application of molecular approaches to Cymodocea nodosa under salt stress and ocean acidification; 
Sub-cellular proteome and ultrastructure of chloroplasts of Posidonia oceanica under different light stress conditions.  
 
Editorial activity 
Academic Editor at Frontiers in Plant Sciences, PlosOne, JOMICS, Series of Botany and Environmental Science, Plant 
Science, Open Journal of Marine Science 
Teaching activity 
Course in  Seagrasses biology at Master Degree in « Biodiversity and Natural Systems-Marine Environment». Trainer 
on seagrass monitoring in master level course     
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